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complement regulating protein alaalogs wherein the short consensus 
repeats are rearranged, and comp;rement regulating protein analogs 
consisting of as few as three shor\ consensus repeats, wherein 
the protein analog binds C3b, Cfb o\ C3b and C4b. 





Please cancel claim 2 . 



(amended) The analog of claim [2] 1 wherein the 

protein is complement receptor one. 

(amended) The analog of claim [2] 1, wherein the 

protein is decay accelerating factor. 
U 

^ ^ (amended) The analog of claim [2] \ wherein the 
protein is factor H. 

8. (three times femended) [The] An analog of [claim 2] 
a protein regulatincr complemant activation having short consensus 
repeats of amino acid sequenceX selected from the group consisting 
of complement receptor 1 , complament receptor 2 , decay 
accelerating factor, membrane co:nactor protein, C4 binding 
protein, and factor H, and those i(^qa mplement regulating proteins 
wherein the carboxy terminus is remcVed to allow the protein to 
be secreted, wherein the protein contains a change within a short 
consensus repeat that corresponds with >a change to complement 
receptor one as shown in Sequence ID No.\l3 selected from the 
group consisting of: 

CRl-4 with its first 122 amino ac^ds (SCRl-2) (Sequence 
ID Nos 1 and 3) replaced with CRl amino acid^ 497-618 (SCR 8-9) 
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(Sequence ID Nos . \ and 4) and CRl-4(8,9) with deletion of 194- 
253; and substitutio\ of amino acids 271-543 with: T-R-T-T-F-H- 
L-G-R-K-C-S-T-A-V-S-p\-T-T-S-E-G-L-R-L-C-A-A-H-P-R-E-T-G-A-L-Q- 
P-P-H-V-K (Sequence ID Mo. 11), or structurally similar amino 
acids. \ 

9. (four times ^amended) [The] An analog of [claim 2] 
a protein regulating complement activation having short consensus 
repeats of amino acid sequenoe selected from the group consisting 
of complement receptor 1 , complement receptor 2 , decay 
accelerating factor, membrane co^Egu:tor protein, C4 binding 
protein, and factor H, and those^^^omplement regulating proteins 
wherein the carboxv terminus is removed to allow the protein to 
be secreted, wherein the protein conVains a change within a short 
consensus repeat that corresponds witot a change to complement 
receptor one as shown in Sequence ID No\ 13 selected from the 
group consisting of: \ 

79: D (amino acid 19 of Sequence ID No. 4)\ 37,79: Y,D (amino 
acid 3 7 of Sequence ID No. 2 and amino acid\l9 of Sequence ID No. 
4); 92: T (amino acid 32 of Sequence ID No. ^; 109-112: N-A-A-H 
(amino acids 49-52 of Sequence ID No. 4) ; 109-Vl2, 114-117, 121: 
N-A-A-H, S-T-K-P...Q (amino acids 49-52, 54-57, Xgi of Sequence ID 
No. 4); 114-117, 121: S-T-K-P...Q; (amino acids 54-61 of Sequence 
ID No. 4) 116: K (amino acid 56 of Sequence ID No\4); 116,117: 
K-P (amino acids 56-57 of Sequence ID No. 4) ; 92-94\: K. . .Y (amino 
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acids 32-34 of Seqilence ID NO. 3); 99,103,106: S...T...I (amino 
acids 39, 43 and 46 Sequence ID No. 3); 109-112: D-T-V-I 
(amino acids 49-52 of Sequence ID No. 3); 110: T (amino acid 50 
of Sequence ID No. 3); l\ 1 : V (amino acid 51 of Sequence ID No. 
3); 112: I (amino acid 52>pf Sequence ID No. 3); [114: D (amino 
acid 54 of Sequence ID No. ^); 115: N (amino acid 55 of Sequence 
ID No. 3); 121: D (amino aci^i 61 of Sequence ID No. 3); 117: T 
(amino acid 57 of Sequence Id\no. 3);] 1,3: Q. . .N (amino acids 1, 
3 of Sequence ID No. 1); 6-9: w-^-h-'P (amino acids 6-9 of 
Sequence ID No. 1); 12-16, 18-21: K-L-K-T-Q. . .N-A-S-D (amino 
acids 12-21 of Sequence ID No. 2\; 27,29: S...K (amino acids 
27,29 of Sequence ID No. 2); 37: S (amino acid 37 of Sequence ID 
No. 1); 44, 47, 49: I...K...S (amino acids 44, 47, 49 of Sequence 
ID No. 1); 52-54, 57, 59: T-G-A . . . R . , . R (amino acids 52-54, 57, 
59 of Sequence ID No. 1); 78-79, 82:\k-G...F (amino acids 18-19, 
22 of Sequence ID No. 3); 85, 87: Q..Vk (amino acids 25, 27 of 
Sequence ID No. 3); 12-16, 18-21: R-P-V-N-L. . .D-E-F-E (amino 
acids 12-21 of Sequence ID No. 1); 27,2^: Y. . ,N (amino acids 27, 
29 of Sequence ID No. 1); 35, 64-65, 94 :\ G . . . R-N. . . Y (amino acid 
35 of Sequence ID No. 1, amino acids 4-5,\ 34 of Sequence ID No. 
3) , substitutions with structurally simil^ amino acids, and 
combinations thereof. / 

10. (three times amemded) [The] An analog of [claim 2 
wherein the complement regulatory protein is] decay accelerating 
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ctor wherein one or more substitutions are introduced into the 
region of the protein corresponaing to decay accelerating factor 
short consensus repeats SCRs 2/^3 as shown in Sequence ID No. 17 
selected from the group consi/sting of 180-187: S-T-K-P-P-I-C-Q 
(amino acids 54-61 of Sequerice ID No. 4); 175-178: N-A-A-H (amino 
acids 49-52 of Sequence Id/no. 4); 175-187: S-T-K-P-P- I -C-Q-N-A- 
A-H (Sequence ID No. 9); 130: R (amino acid 4 of Sequence ID No. 
3); 145: D (amino acid l/ of Sequence ID No. 4); 77-84: K-L-K-T- 
Q-T-N-A-S-D (amino acid/^ 12-21 of Sequence ID No. 2); 90-92: S-L- 
K (amino acids 27-29 o£ Sequence ID No. 2), substitutions with 
structurally similar amino acids, and combinations thereof. 

13^ (amended) /The analog of claim 1 wherein the 
protein has C3b cofactor activity, C4b cofactor activity and 
decay accelerating acftivity. 



1 claim 17. 



Please cance 



23. (thre^times amended) [The] A method [of claim 
17] for malcincf a proteirK regulating complement activation having 
short consensus repeats orVamino acid sequence selected from the 
group consisting of complementy^eceptor 1, complement receptor 2, 
decay accelerating factor, metferone cofactor protein, C4 binding 
protein, and factor H, and those cWplement regulating proteins 
wherein the carboxv terminus is removed to allow the protein to 
be secreted, wherein the protein analogSL [contains a change] is 
changed within a short consensus repeat [\hat corresponds with] 
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to correspond ko a change to complement receptor one as shown in 
Sequence ID No. Vs selected from the group consisting of: 

CRl-4 w^h its first 122 amino acids (SCRl-2) (Sequence 
ID Nos. 1 and 3) replaced with CRl amino acids 497-618 (SCR 8-9) 
(Sequence ID Nos. 2 and 4) and CRl-4(8,9) with deletion of 194- 
253; substitution of amino acids 271-543 with: T-R-T-T-F-H-L-G- 

r-k-c-s-t-a-v-s-p-a-t-t-sVe-g-l-r-l-c-a-a-h-p-r-e-t-g-a-l-q-p-p- 

H-V-K (Sequence ID No. 11) \ or structurally similar amino acids. 

24. (three times \amended) [The] A method [of claim 
17] for malcinq a protein redto^ating complement activation having 
short consensus repeats of amino acid sequence selected from the 
group consisting of complement rVceptor 1, complement receptor 2. 
decay accelerating factor, membrane cofactor protein, C4 binding 
protein, and factor H, and those complement regulating proteins 
wherein the carboxy terminus is removed to allow the protein to 
be secreted, wherein the protein analogr [contains a change] is 
changed within a short consensus repeat Vthat corresponds with] 
to correspond to a change to complement receptor one as shown in 
Sequence ID No. 13 selected from the group Consisting of: 
'79: D (amino acid 19 of Sequence ID No. 4); 317,79: Y,D (amino 
acid 37 of Sequence ID No. 2 and amino acid 19V of Sequence ID No. 
4); 92: T (amino acid 32 of Sequence ID No. 4); \109-112: N-A-A-H 
(amino acids 49-52 of Sequence ID. No. 4); 109-112\ 114 -117 , 121: 
N-A-A-H, S-T-K-P. . .Q (amino acids 49-52, 54-57, 61 Vf Sequence ID 
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No. 4); 114-117, i21: S-T-K-P...Q; (amino acids 54-61 of Sequence 
ID No. 4) 116: K (amino acid 56 of Sequence ID No. 4); 116,117: 
K-P (amino acids 56\57 of Sequence ID No. 4); 92-94: K. . .Y (amino 
acids 32-34 of Sequerice ID NO. 3); 99,103,106: S...T..,I (amino 
acids 39, 43 and 46 of\ Sequence ID No. 3); 109-112: D-T-V-I 

(amino acids 49-52 of Sequence ID No. 3); 110: T (amino acid 50 
of Sequence ID No. 3); im: V (amino acid 51 of Sequence ID No. 
3); 112: I (amino acid 52 bf Sequence ID No. 3); [114: D (amino 
acid 54 of Sequence ID No. a); 115: N (amino acid 55 of Sequence 
ID No. 3); 121: D (amino aciAej. of Sequence ID No. 3); 117: T 

(amino acid 57 of Sequence IeC^o. 3);] 1,3: Q. . .N (amino acids 1, 
3 of Sequence ID No. 1); 6-9: e\w-L-P (amino acids 6-9 of 
Sequence ID No. 1); 12-16, 18-21 \ K-L-K-T-Q ... N-A-S-D (amino 
acids 12-21 of Sequence ID No. 2) ;\ 27,29: S...K (amino acids 
27,29 of Sequence ID No. 2); 37: S \amino acid 37 of Sequence ID 
No. 1); 44, 47, 49: I...K...S (amino Nacids 44, 47, 49 of Sequence 
ID No. 1); 52-54, 57, 59: T-G-A . . . R . .\ R (amino acids 52-54, 57, 
59 of Sequence ID No. 1); 78-79, 82: K-ffi. ..F (amino acids 18-19, 
22 of Sequence ID No. 3); 85, 87: Q...K Wmino acids 25, 27 of 
Sequence ID No. 3); 12-16, 18-21: R-P-T-N-V . . . D-E-F-E (amino 
acids 12-21 of Sequence ID No. 1); 27,29: y\..N (amino acids 27, 
29 of Sequence ID No. 1); 35, 64-65, 94: G. .\r-N. . .Y (amino acid 
35 of Sequence ID No. 1, amino acids 4-5, 34 \f Sequence ID No. 
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3) , substitutions with str;i&urally similar amino acids, and 
combinations thereof . \ 

25. (three times amended) / [The] A method [of claim 17 
wherein the complement regulatory protein is] for malcincr an 
analog of decay accelerating factor wherein one or more 
substitutions are introduced into the region of the protein 
corresponding to decay accelerat/ing factor short consensus 
repeats SCRs 2-3 as shown in Sequence ID No. 17 selected from the 
group consisting of 

180-187: S-T-K-P-P-I-C-Q (amino acids 54-61 of Sequence ID No, 

4) ; 175-178: N-A-A-H (amino/acids 49-52 of Sequence ID No. 4) ; 
175-187: S-T-K-P-P-I-C-Q-n/a-A-H (Sequence ID No. 9); 130: R 
(amino acid 4 of Sequence/lD No. 3); 145: D (amino acid 19 of 
Sequence ID No. 4) ; 77-84: K-L-K-T-Q-T-N-A-S-D (amino acids 12-21 
of Sequence ID No. 2); 90-92: S-L-K (amino acids 27-29 of 
Sequence ID No. 2) , substitutions with structurally similar amino 
acids, and combinatfojs thereof. ^ 

Remarks 

The amended claims reflect the amendments mailed 
February 101, 994, to insert references to the sequence listing. 
These were inadvertantly omitted from the claims as listed in the 
last amendment . 
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